[Screening and identification of tumor related genes in early stages of transformed NIH3T3 cells associated with overexpressed PTPalpha].
An inducible-PTPalpha expression system was used to screen differential expression genes in NIH3T3 cells overexpressing PTPalpha, which could be used as a model for studying mechanism of tumorigenesis at early stage. After PTPalpha induction for 24 h, 65 differential bands were obtained, among which, there were 29 known genes, 12 known EST, 6 novel EST by bioinformatic analysis. Functions of the known genes were related to signal transduction, structural/adhesion, energy metabolism, transcription/translation, ribosome and apoptosis. The differential expression of the genes coding for G protein, TCR, Trx-related protein, caveolin-1 was verified by RT-PCR and Northern blot. The results showed that the expression of numerous genes was changed after the induction of PTPalpha for 24 h, these genes are related to many cellular physiological functions, and some of them play important roles in the early stage of tumorigenesis. The results provide basis for further exploring the molecular mechanism of tumorigenesis and these genes may well be candidate targets for gene therapy.